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A database is an organized collection of data, generally stored and accessed electronically
from a computer system. Where databases are more complex they are often developed
using formal design and modeling techniques.
https://en.wikipedia.org/wiki/Database
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A knowledge base (KB) is a technology used to store complex structured and unstructured
information used by a computer system. The initial use of the term was in connection with
expert systems which were the first knowledge-based systems.
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MATERIALS AND METHODS
The model was built in several stages. The proposed structure

was first constructed using (Capquip model parts)at a scale of
1 cm =1 A. This was examined for unfavorable intramolecular
contracts and readjusted before the coordinates of each atom

k)
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were read off using a mechanical device. The approximate
coordinates were then regularized using the “modelfit” com-
puter program of Isaacs et al (12), and bond lengths and angles
and other intramolecular distances were calculated using an

IBM 360/65 computer. The model was then displayed on a

computer graphics system (Digital Equipment Corp. graphics

with a PDP11 computer) using programs written by D. Rich-

ardson, P. Pauling, and C. Chothia, and adjustments were made

using the interactive facilities of the graphics system to optimize

the intramolecular distances. Finally, the model was regeom-

etricized using “modelfit” and stereo pairs of the model were
generated in hard copy.
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/locus_tag="s111250"

/db_xref="GeneID:954864"
. . complement (1740388..1740774)
protein kinase /locus_tag="s111250"
/codon_start=1

/transl_table=11

hypOtheticaI pfOtein /product="hypothetical protein"
PD-(D/E)xK superfamily /protein_id="NP_441484.1"
/db_xref="GI:16330756"
hypothetica| protein /db_xref=‘.'GeneID:954864"
. /translation="MECRGESKMLKVGNTNLTLTEFLALPEEK]
response regulator like-protein PD-(D/E)xK superfamily PKGKHSTLQTALSFAINMALKKEKIAWAFTELRCSFENRSIVPI

GEIADNFYLPPNWMIEILSPEQSQKK"
. . complement (<1740394..1740687)

hypothetical protein /locus_tag="s111250"

/note="Domain of unknown function (DUF820).
EndonUCIGase? consists of hypothetical proteins that are (¢
expanded in cyanobacteria. The proteins are
sporadically in other bacteria. They have bg
to belong to the PD-(D/E)xK superfamily of.
DUF820; cd06260"
/db_xref="CDD:99749"
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